Genome Network Project_Full —Length cDNA clone

RIKEN_Clone_ID : IRAK027102

Vector : pPCMV-SPORT6

@ Plasmid DNA purification

Date: | 2069

Date : (20620

Gene TCF2

Accession No. | BC017714.1 2818 bp

1..2818

CcDS 1674 bp

189..1862

Culture : LB (100 ug/ml Ampicillin)_5 ml => 37°C O/N

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : | 20620

DNA concentration (0.D.);__ 27| ng/ul

DNA 02 ul
Enzyme (EcoRI + Xhol) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.% ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<Expected digestion pattern from BC017714.1 >

4339, 2861 bp
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@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : 120628

Shipped : 25 ng/ul, 40 ul

DNA (__2%1 ng/ul) 88.0 ul
10x TE 81.3 ul
dH,0 £43.8 ul

Total 813.1 ul
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w_w.wﬁﬁm:_m

S/N G:406 A:207 T:237 C:239
KB.bcp
KB14.18 Cap3

IRAK027102_Reverse2_A12_03
IRAKO27102_Reverse2
KB_3500_POP7_BDTv3.mob
Pts 1785 to 13698 Pk1 Loc:1762
Version 5.4 HiSQV Bases: 733

Inst Model/Name 3500/3500 Instrument

Jun 21,2002 09:14AM, JST
Jun 21,2002 09:40AM, JST
Spacing:11.84 Pts/Panel1350
Plate Zm:,_m 20120621_GNP
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Printed on: Fri Jun 21,2002 11:52AM, JST
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» Applied

IRAK027102_M13(-40)_B12_06 Inst Model/Name 3500/3500 Instrument

» Biosystems
y IRAK027102_M13(-40) Jun 21,2002 09:14AM, JST
SIN G:663 A:315 T:403 C:342 KB_3500_POP7_BDTv3.mob Jun 21,2002 09:40AM, JST
KB.bcp Pts 2816 to 15958 Pk1 Loc:2793 Spacing:13.25 Pts/Panel1350
KB1418 Cap6 _ _ _ Version 5.4 _HiSQV Bases: 206 Plate Name: 20120621_GNP
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Printed on: Fri Jun 21,2002 11:52AM. JST

o GG CC c G G CCTCCICC TCCCCAC G ATG
7 344 351 365 372 379 386 393 400 407 414 43
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CICACTTTT G ITTTTGACIT C TGZC C TT TACCIA GG c [T CZICCTTTIGGTAT IACA GGGC A GA GGG AUZCA GI
456 463 470 477 484 491 498 505 512 519 526 533 54
(G GTAGT T T1AA G C GCCA TIGG iC CCT CC TT \ ( TCTC GATCT T GG GGG CAGCGEE6
568 575 582 589 596 603 610 617 624 631
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