Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone ID : IRAK022N13 Lot#: 7893_A8Kt
Vector : pPCMV-SPORT®G Gene PEX3
Accession No. BC015506.1 1442 bp
cDS 1122 bp
@ Plasmid DNA purification
Date: (81203 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date: 181204 Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : | 81204

DNA concentration (0.D.): 2] ng/ul
< Size of fragment expected from this clone >

DNA 3.7 ul

Enzyme (EcoRI + Xhol ) 0.5 + 0.5 ul EcoRI 5.3, 04 kb

Buffer H 1 ul Xhol 5.2, 0.5 kb

dH,0 3 ul EcoRI + Xhol 4.3kb (Vector) 0.5, 0.5, 0.4 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul
Date : /£/2/9

@® Confirmation of the insertion sequence DNA ( 2.7 ng/ul) ?CKO ul
10x TE — ul
Date: /§/20 4 dH,0 -l
Total 70_ o ul
Primer A Reverse2
Primer B M13 @ Shipping
Primer C ==
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers mi
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IRAK022N13_A8Kt_Reverse2_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
BlosYStems IRAK022N13_A8Kt_Reverse2 Dec 06,2018 11:18AM, JST
SIN G:25 A:28 T:18 C:27 Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value BEC08, 20181 TAsAM.JST
KB.bcp . . Pts 1729 to 8702 Pk1 Loc:1697 Spacing:11.06 Pts/Panel1350
KB14.18 Cap:1 5" GCGGATAACAATTTCACACAGG 3 Version 6.0 HISQV Bases:696  (QV) < 40. Plate Name: 20181206_GNP
: GCAGGCTQGTEZCCGGTCCGGEGARTTCCCGGG I- CGTCG 2ACICCACGCG TCCGLCGG TG ACH
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GTCTCTGCG G? GTCACGTTTGTGATTTCG GG 4G AGC ACAG CGGCGACGACGGCGCTCTTGCTGGGTCATCTGGGCCAGG TG ACGAAG CAGTTTCCTGGTG GCAGT
) 141 151 161 17% 181 191 201 211 221 231
"B 015506.1 (1~
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o NNV VU n ALTAA \ AV AT AUV DTN
CCECTCACCCCTAGTCAGCCCACACCCCTAGGE G T SGATGCTGAGGTCT GTATG G TTT TETGE ACGCCACPH Fagps L TGCATCTTCCTGGG CACGGTCCTTGG AGGH
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GTATATAT TCTGGGGAAATATG GACAGAAG ; TCAGAGAAATACA GG GGGAGGCTGCAG AATACATTGCC CAAGCACGACGACAATATCATTTT G GTARACCAGAGC
351 361 371 401 411 421 431 441 451
471 ‘ l
0 \ | A
ACTTG C TATGACAGTGCTGTCECCATGCTTCC CACTGAGAGAGGCCTT TGCAGCAACTG TTCCGAGAGCCTCACAGCTCTGETT CAGGCCT TCAARAC \ G C
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TAG A TATGGG AGGATCTG Ui GTTTCAC sGAAGTACTGTGGCTG
581 591 611 621 631 641 6571 661 671 681
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égg/lset%ms IRAKO22N13_ABKt BO1_02_ABI08 Inst Model/Name 3500/3500 Instrument

lRAK022N13 a Dec 06,2018 11:18AM, JST
S/N G:30 A:40 T:30 C:30 Primer B : M13 500_ POP _BDTv 3 Gray line indicates quality value ¢ 06,2018 1 M' JST
KB.bcp o Pts 1733 to 8702 Pk1 Loc:1 01 Sp ing:11.08 P / 350
KB1418 Cap2 5 GTTTTCCCAGTCACGACGTTGTA S  Version 6.0 HiSQV Bases:700  (@V)<40. Plote Name: 20181206, GNP

TG TACAA G ! GCTGGGTACGLCGTAAGCTTGGGCCCCTCE AG GG ARTACT GGCCGCCC
a8 o MAw L7 Hind T Apaf* XhoI  °1 Xb _[ bt]
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