Genome Network Project_Full -Length cDNA clone

RIKEN clone ID: IRAK022A12

Vector : pPCMV-SPORT6

Gene] PPKCSH
Accession No.| BC015154.1 1625 bp 1..1625
cDS - bp <1..603

@Plasmid DNA purification

Date : 100601

Date :100602

Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : 100602

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<Expected digestion pattern from BC015154.1.1>

4339, 1668

DNA concentration (0.D.): 51.0 ng/ul

DNA Z ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 G ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer
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@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (0C70Y

Shipped : 25 ng/ul, 40 ul

[Final concentration: 25 ng/ul ‘

DNA ( 51U ng/ul) 7% ul
10x TE 5.9
dH,0 65.2 ul

Total (5q. 1 |l

Culture :LB (100 ug/ml Ampicillin) _10 ml —37°C O/N




Project : GNP
Sample : IRAK022A12_Reverse2.G07_10060913YH
Result : IRAK022A12_Reverse2.G07_10060913YH
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System : CEQ System
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Operator : 2.100609.furu
Instrument : CEQ System (Ver. 9.0.25)
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 Project : GNP
' Sample : IRAK022A12_M13.B03_10060215QM

'Result : IRAK022A12_M13.B03_10060215QM
l ALY

System : CEQ System

Operator : 3.100602.furu-2 |
Instrument : CEQ System (Ver. 9.0.25)
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[ GEMETYY. : Nucleotide Segquance Homolagy Data |
1st Nucleotide Sequence

Date : Z0Ll0.0&, 10 File Name 1 BCO15164.1.gnu
Sequence Size 1 1625
lst Nucoleotide Ssquence
File MName ¢ BCO15154.1.gnu 2nel Mucleotide Seguence
Sequence Size 1625 File Name : IRAKO2ZA12 MIZ.RBO2 100602150M, fasta (Complementary)
Sequence Size : 631
Znd Nucleotide Ssguence
File Name i IRAKOZZALZ Reversel.GO7_10060913YH.fasta Unit Size to Compare = 6
Sequence Size HE 1) Pick up Locvation No., =1

cnwnmpmmﬂoqaavmnmum
Pick up Location Ne. = 1

[ 618 / 536 bp] INT/OPT.Score : < 1636/ 1330 >
1081"' TACTGCACTC TCCAGCUTGG GUTACAGAGT GAGACTCTCA AAARRRRAATA ATARTAATHEA
[ 707 / 724 bpl INT/OPT.Score @ < 2328/ 2733 » Loty LA bl L L LS s T U
i TCCAGCOT-— GGNACAGAGG GA-ACTCTC- AARAGAMNAT- AT-ATTAT-A
1! G CTGAAGAAGR GGAGGAGGRG
D e i el e M bt 1141 TAAGAGABRA TAGACAAGST CTCCAGGCTG GTCRAACTCCT GGCUTCARAT GATCCTUCCA
H‘- mmqnnmngﬂq .HnnqﬂM‘mcy.H_y -ﬂﬂﬂfﬂﬂngﬁ-mﬂﬁ bnmnm_ﬁﬂnnm ggﬂm;ﬂ"b mgnmﬁ»yﬂg.m AP ARY P wk wrsaads R HdE sddk s R REEEREAR FesdaE e

44" TRAGAG-ARA TA-ACARGGT CTCUAGGCTG GTC-ACT-CT GGCCTCARAT GATCCTCCCA
22' GAGGATTCCG AGGTGUAGGG GGAGUAGCCC AAGCCGGCCA GUUUTGCTGA GGAAGACAAR

R I R i M S 1201"' COTCAGCCTC COGAGC-GGO COGGACTECA GOCAMUATE ACCATGTCCA GCTSTCCCCA
§1" GAGGATTCCS AGGTGCAGGS GCCAGCAGCCC AAGCCEGCCA GCCOTGUTER GGARGRCAAR R AT AR AR AR AR FEd FhA ke r b ah A A rEEk YA A kv had R vddNE ey

100" CCTCAGCCTC CCGAGCGGHC CGGGACTACA GGCARRCATC ACCATGTCCA GCTGTOCCCA
B2' ATGCCGUCCT ACGACGAGUA GACGCAGECC TTCATCGATG CTHCCCAGGR GGCCCGCAAL
P aesdabrita Fadbbassdn IR drbaaerair et Adbeans PR R R meﬁw_ ﬁm.”.H:.H:.—.nd.g_Hn nﬂqmn_ﬂ.nﬂ_.ﬂﬂ_ﬂ qn.ﬂsﬂanﬁ-wﬂ.ﬁ mgh-n-—-ﬂ“gm gﬁwﬂmﬁﬂyﬂ_—? nongnﬂunnﬂ_
121" ATGCCGCUCT ACGACGAGUA GACGCAGGCE TTCATCGATSG CTGCCCAGGR GGCCCGUAAC B e T I S R R e
160" GCTTTCTAAT CTGGTCTTTC TCTTGCCCCA GRAACCTCAAG AAGGCATGAA GCCAGCCCCT
142" AAGTTCGAGG AGGCCGAGCS GTCGCTGARG GACATGGAGG AGTCCATCAG GARCCTGGAG .
B ook it 1 o o B 8 B B 15l o e U B P o o T e b il B Tcthnd 1320 GUAGTGCOGT CCACCLCGLCC TTCTEGGOCT GCCTGTGGCT CTGTTGCCCT COTCTGTGGT
—'mﬂn gﬂmﬂ..ﬂﬁ.ﬂﬂynm bnnnngmﬁ-m n_ﬂd_ﬂﬂuﬂ_ﬁgﬁh m.’nrﬂ.mﬁyﬁm_ﬂ _ym‘m-ﬁrn.ru‘nh—m gﬂﬁ”.ﬂmga Ak resadtd e Sedbidbesdd dabssdd bbb sad b b eadr dbesaddbaEs dFdbkbbaadt
220" GCAGTGCCHT CCACCCGLCC CTCTGGSICT GCCTETGGET CTGTTGCCCT CCTCTETGGC

202" CRAGAGATTT OTTTIGACTT TGGCCCCAAC GGGGAGTTTG CTTACCTGTA CAGCCAGTGC
EXHFHFREFES, CRATEEHRAN S XFRFRRREEE RCERTRICRRE ISR s E ARy 1380" GGCAGGACCT TTGTGGGGCT TCGTGCCCTE CTCTGGGGCC CAGGCGGGGE TGGTCCACAT
241" CAAGAGATTT CTTTTGACTT TGHRCCCCAAD GGGGASTTTS CTTACCTGTA CAGCCAGTGC ERARP AR PR AAINER A NS Rk AAF R A Y ARFWNANFARE CErr b Rard hEr R ha b
ZB0" GGCAGGACCT TTETGEGGOT TCGTGCCCTE CTCTGGGGOC CAGGCGGGGC TGGTCCACAT
762" TACGAGUTCA CCACCAACGA ATACGTCTAC CGUCTCTGCC CCTTCAAGCT TGTCTCGCAG
ded bbb ar AEebEtdbEs srAbEsARdT Freidber s FAeEraddia Feasdesdad 1440' TCCCAGGUCC CAACAGCOTT CARAGATGGS TARAGHAGCT TGOCCTCCLT GGGCCCCCCA
301" TACGAGCTCA CCACCAACGR ATACGTCTAC CGCCTCTGCT COTTCRAGCT TGTCOTCGCAG . . | —
340" TCCCAGGCCC CAACAGCCTT CARAGATGGG TAARGGAGCT TGUCCTCCCT GRGCCCCCCA
322" AAACCCRARC TCGGGGGCTC TUCCACCAGC CTTGGCACCT GGGGCTCATG GATTHGCCCC
ATANEEALAL SEELERVEER FENEASENAY FEALERALES FHLREOAREE s¥Rkbakias 1500' CCTTGGTGAC TCGCCCCACC ACCCOCCAGCC CTGTCCOTGC CACCCCTCCT AGTGGGGACT
361" ABRACCCARAC TCGGEGGGCTC TCCCACCAGT CTTGGCACCT GGGGUTCATS GATTGGCCCC B B T T S e I
400" CCTTGGTGAC TCGCCCCACC ACCOCCAGCC CTGTCCCTGC CACCCCTCCT AGTGGGGACT
382' GACCACGACA AGTTCAGTGC CATGARGTAT GAGCAAGGCA CGGGCTGUTE GCAGGGCLCC
RF NS AT E C R AN F RO F et ke s Ak A AR hAKEI A R AAbakbhe suREkTEIAA 1560 BGTGARTGAC TTGACCTATS ACCTCAATAC ARTARATGTE ATCCCOCACC CHAARAAARRA
421" GACCACGACA AGTTCAGTGC CATGBAGTAT GAGCAAGGOA CGGGCTGCTG GCAGGGGCCC Char kRS FEkwaARh AR b A A Erest REESAAhAkEs G EAEEadtd bEediiabes
460" AGTEAATGAC TTCACCTGTE ACOTCRATAC AATAAATGTE ATUCCCCACC CARRARARLAL
442" BACCGCTCCA CCACCUTGCG CCTCCTGTGC GGGARRGAGAE CCATGLTGAC CAGCACCACA
Ap bk hr b E abrAbb et FENCRIAR PR SrAd kb bbid ke AbsAREAE Fadbhadiiad 1620" ARAAAR
481" BACCGCTOCA CCACCGTECSE COTCUTETGL GGGAAAGAGA CCATGGTGAC CAGCACCACHE SIS
520" ARAARARGGGC GGCCGCTCTRA GAGTATCCCT COAGGHGCOC AAGCTTACGC GTACCCAGCT
502" GAGCCCAGTL GUTGCGAGTA COTCATGGAG CTGATGACGT CAGCCGCCTGE COCGGAGCCA

D T b e I e I I R R

541" GAGCCCTAGTC GCTGUGAGTA COTCATGGAG CTGATGACGC CAGCUGCCTG CCCGGAGCCAR

562' CCGCCTGRAG CACCCACCG- AAGACGACCA TORCGAGOTC TAG-CTGGAT (GGCGCAGA-

Erasddhbes moidREseha Fadrd k40 dwbwesddus a4d kkwead wewewddwd

801" CCGCOTGARG CACCCACCGA AAGACGAACA TGACGAGCTC TAGUCTGGAT GGGUGCAGAG

619' GETGEGCGGE CGAGGTGGAGT CTCOGTLGGCC TGCCUCAGCA A-GGGGAGGC GGUGGGCCCT
*

kdaddduhbs FikEEe Faa 4 FhA e * srFd Ak 9 dEkkEeid wkbesdd ke

661" GOTGGGUGEE GAGGTGAAGT GTGGTLNGCG TNCGCCAGCA AGGGEGAGGE GGCEGGCCCT

€78' GARGGAAGATE GACCCACATG GCCACTCTAT CARCCTGTET CCCCATGTTC CCTGCTTTTT

Fatdkhwed  Fradaribaa edd w4k wdd & ks dewer 4dw

721" GAGGAAGART- GACCCACATG GCCCCT-TAT C-ACNTGIGT CCC



