Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRAK015011

Vector : pPCMV-SPORTG

@ Plasmid DNA purification
Date :\%Ol\ L

Date : |80 e

Gene Engineering Division RIKEN BRC

Lot#: 7893_A8B9

Gene GFM2
Accession No. | BCO015712.1 3103 bp
cDS 2340 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 180215

DNA concentration (0.D.):

D L// ng/ul

DNA | 8 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul
Buffer H 1ul
dH,0 o2 0l
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence

Date : [§0727C
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List of
Sequencing
Primers

Primer C : Poly(A) region

Primer A Reverse2
Primer B M13
primer #18

http://dna.brc.rikenjp
/en/GNPclone3en.ht
ml

Purification : QIAGEN Miniprep kit —> dH,0O 100 ul

Culture : LB (100 ug/ml Ampicillin) 5 ml > at 37 deg C over night

< Size of fragment expected from this clone >

EcoRI 52,22 kb

Xhol 7.4 b

EcoRI + Xhol 4.3kb (Vector)

22,09 kb

(kb
J.0

-0
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /fﬁ}ﬁj

DNA (5% ng/ul) 750 ul
10x TE /2. ul
dH,0 70\8 ul
Total /62.0 Ul
@ Shipping

I!' Conc.: 29 ng/ 4, Volume: 4Q ¢ 9

APPROVED BY :

http://dna.brec.rikeny
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pplied

B| osystems IRAKO15011_A8B9_Reverse2_A01_01_ABI24 Inst Model/Name 3500/3500 Instrument
IRAKO15011_A8B9_Reverse2 Feb 26,2018 10:07AM, JST
SIN G:75 A:86 T:68 C:98 Briman & TReveraal KB_3500_POP7_BDTv3.mob Gray line indicates quality valus _ FoP28:201810:23AM, JST
KB.bcp i ) . Pts 1662 to 8706 Pk1 Loc:1630 Spacing:10.86 Pts/Panel1350
KB14.18 Cap: 5 GCGGATAACAATTTCACACAGG 3°  version 6.0 HiSQV Bases: 675 QV) < 40. Plate Name: 20180226_GNP
‘ GTTTGTAC GCAGGCTGGTACCGGTCCG G TTCCCGGG ATATCGTCG ACJCCACGCGTC
1 11 21 31 41 51 u{thl 71 kpfnl 81 EcoRL %l a1 FcoRkT 101600 ] 111
WWM i il
: ‘ i W
| CGICG EGGCGGTAG GCGG ~G ¢ AGCCTATTTTCTTTTCG T TTAGATACATTGCC TTTTGCCTAGGCTGGECGTCGAGALCTTE AGGCCGEGTTGCAG CTTTGGCGCGGC TCGCGCC
1.23: T3], 141 151 161 181 191 201 211 221
0/5712.1 ( L~)
1008 pC
11 /\Jh
o | I\ L\
TCCTGCTTCAAGAGCCCAGLC GG TG AGAGCTEGGCCTGCGGCACGLCEGGCCLET TGCC GTL CAACTGTGG AGAGACTATG GGCCCTG CTTI TG GCGETT . AAGGEGE
231 251 261 271 281 301 311 321 331 341
1008
NW\A /\/\A/M\ I M\N\N\M\N\[\M
TGGATTC GG CCAGGCATGGTGGE TCACGECTGEGT TCCCAGCACTTTGGGAGGCCGAG ACAGT CAGTTTGG AGGATC GATGTT GACC CTTGAGGATATTTGCSE
351 36l 371 381 391 401 411 421 431 441 451
1008
504 ‘ ‘ ‘
i ; LV - i < A &
TGAGTCATCAGAC TACCCAGTGT GTATATT TAATATATGECTGCTAT L ATRAAGAGC G T T GATT®E AGCCACATGTGCCGCTTGG GAAATTGCAGT
461 471 481 491 501 511 521 Sl 541 551 561
1008
WWWWMMWWWWWMWMWWMM%
TETC TRE
571 581 591 601 611 621 631 641 651 661 671
1008
504
L0 XXXXXX
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Applied

= IRAK015011_A8B9_M13_B01_04_ABI24 Inst Model/Name 3500/3500 Instrument
BIOSyStems IRAK015011_A8B9_M13 _ , Feb 26,2018 10:07AM, JST
SIN G:40 A:69 T:65 C:63 Primer B : M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Fe.b 26,2018 10:23AM, JST
KB.bcp : i Pts 1655 to 8706 Pk1 Loc:1623 Spacing:10.86 Pts/Panel1350
KB1.4.1.8 Cap4 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 186 (QV) < 40. Plate Name: 20180226_GNP
’ ' G RAAGCTGGG TACGCG TAAGCTTGGGCCCCTCG AGG GATACTCTAG AGCG
1 10 19 28 37 46 55 64 73 ML HindIL 91AP0_1 Xht'? 10%pag /VOEL
1176
588
0
SCCG CCC[TTTTTTTTTTTTTT'TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
.18 127 136 145 154 163 172 181 190 199 208 217 226
\eclor
1170 S —p—
o VY \WAMAMAAAAAAAAANANAAAAAAAAANAAAMAAAAAAAN
235 244 253 262 271 280 289 298 307 316 325 334 3¢
1176
588
O — — —
13 352 361 370 379 388 397 408 415 424 433 442 451
1176
588
0 Y,
460 469 478 487 496 505 514 523 532 541 550 559
LIETE
588
0 -
568 577 586 595 604 613 622 631 540
11 7%
588
0
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Applied

1 p . IRAKO15011_A8B9_GNP18_BO1_04_ABI24 Inst Model/Name 3500/3500 Instrument
IRAKO15011_A8B9_GNP18 Feb 27,2018 10:07AM, JST
SN G280 839 TR220 0294 Primer C : Poly(A) region primer #[§ B_3500_POP7_BDTv3.mob Gray line indicates quality value — Feb27.2018 10:22AM, JST
KB.bcp 51778 to 8706 Pk1 Loc:1746 Spacing:10.7 Pts/Panel1350
KB1418 Cap4 ST P T TET LT GARS Gonso HisQvBasesi7oo  (QV) <40. Plate Name: 20180227 GNP
TTTAGAGGCCTGGCATCTTTCTTGTGAG AC GCTTAAGGACRC G CaC ETTTETGE ATACCACTCTTC
1 2. 21 31 71 81 91 150, i)
712-4 (m 2‘]5[2)
958 u l ‘ ‘
479
0 m U VAL mﬂmhhm iy nmmmmmnumLm
TG GGCTACTTATAGT TAACTTCATAGATG ACAGCATGATTCAGGTACAG TG GCTTTA ACATCAAAGCACATTTCTCAT TATAT T T X TGGGTGGCTCCAGTG
121 131 141 151 161 171 181 1195 2717 221
958
) ot O AM\I\AN\M\
; Nl
CCACTATCS2 AG CTTARGTHATATCTETTATETAGT TET ETE ATGTACTG! CAGTACTTTATTCGTCCAATI : AT TGETTETT ACT G
231 241 251 261 271 281 291 301 251 B 321 331
958
479
o A naaan Wil uuumnunnmnlmﬂnmmu1mummuuunmm \ mlummnmmm
GCTAGGTGCTCCTE AATTTCTETECA T 2 3 CATTTAGGTC?E CCACTTCETCCGGTTGAGCAGTGTATTTTGATCTTGAGGATTCATGGCETTGAT GTAGAT
341 351 361 39T 381 391 401 411 421 431 441
958
479
o AR AR A A A A ARAARARA A i ot el
e T CGCAAAAGTAGCTGAGCCTGAT GTTAGCGTTCGAAGCACAGT TG AAT NG CCATA ATT TCT-GC T GG GAACAAATCC TAAC CTTTGTTGTCC TG GCGAGTC
451 461 471 481 491 501 gl 521 537 541 551 51
958
479
LATT TC BTG T e e T TG
51 571 581 591 601 611 621 631 641 651 661
958

479
oS alieney
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