Gene Engineering Division
RIKEN BioResource Center

Genome Network Project_Full —Length cDNA clone

RIKEN Clone ID : IRAKO14NO06

Vector : pPCMV-SPORTG6 Gene EZH2
Accession No. | BC010858.2 | 2655 bp 1..2655
CcDS 2256 bp 123..2378

@ Plasmid DNA purification

Date: [(2(029 Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C over night

Date: {21030 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: [ 21030

DNA concentration (0.D.): |47 ng/ul
DNA T
Enzyme (EcoRI + Xhol) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjustment of DNA concentration
Shipping amount : 40 ul

@ Confirmation of the insertion sequence

Date : |12.110{ Concentration at the time of preparation of plasmid DNA : 25 ng/\
Primer A Reverse2 Date : 21102
Primer B M13
Primer C = DNA (_47T  ng/ul) 2.0 ul
List of http://dna.brc.riken 10x TE 482 ul
Sequencing Jp/en/GNPclone3e dH,0 352.0 ul
Primers n.html Total 43 2. il
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»w w_0m<m.nm_3m IRAKO14N06_Reverse2_3_G01_19 Inst Model/Name 3500/3500 In

IRAKO14N06_Reverse2_3 Nov 01,2012 10:59
SING:108 A0 T:57 C:66 | primer A : Reverse2 ' KB_3500_POP7_BDTv3.mob . Nov 01,2012 11:25
KB.bcp “, Pts 1196 to 12805 Pk1 Loc:1173 Spacing:11.32 Pts/P:¢
KB 1.4.1.8 Cap:19 - 5 GCGGATAACAATTTCACACAGG 3 Version 5.4 HiSQV Bases: 775 Plate Name: 20121101_G|
CTT ARCC T1TA CGCCITATTTAG GTGZECACTA TAG AACAAGTTT GTACAAA AAAGCAGGCTG GTACCG GTCCGGAATTCCC GGGATATCGTCGAECCCACEG CeTCccek ge
1 8 15 22 29 36 43 50 51 64 71 78 85 92 99 106
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TGGGTCCGGTCGCGTCCGACACCCGGTGGG ACTCAGAAGGCAGTG GAGCCCCGGCGGCG GCGGCGGCGGCGCGCGGGGGCGACGCGC GGG ARCAACGCG AGTCGGCG
13 120 127 134 141 148 155 162 169 176 183 190 197 204 211 218
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25 232 239 246 253 260 267 274 281 288 295 302 309 316 323 330
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AGCTGATGAAGTARRGAGTATGTTTAGT TCCAATCGTCAGAAAATTT TGGAARAGAACGG ARATC TTAAACCAAGAATGGALAACAGCGAAGGATACAGCCTGTG CACATC
344 351 358 365 372 379 386 393 400 407 414 421 428 435 442 4
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0 A A
TTCTGTGAGCTCATTGC GCGGGACTAGGGAGT GTTCGGTGACCAGTGACTTGGATT TTCCARCACAA GTCATC CCATTARLGACTCTGAATGCAGT TGCT TCAG TAC
456 463 470 477 484 491 498 505 512 519 526 533 540 547 554 5
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ATGTAT TCTTGGTCTCCCCTACAGCAGAATTTTATGGT GGARGATGAAACTG TTT TACATAACATTC CTTATAT GGG AGATGAAGTTTTAGATCAGGATGGT ACT
568 575 582 589 596 603 610 617 624 631 638 645 652 659 666
1296
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buw mr_wwu_\_mwﬂam IRAKO14N06_M13(-40)_3_H01_22 Inst Model/Name 3500/3500 Ins
- IRAKO14N06_M13(-40)_3 Nov 01,2012 10:59¢
S/IN G:36 A:32 T:37 C:32 Primer B : M13 = KB_3500_POP7_BDTv3.mob Nov 01,2012 11:25¢
KB.bcp - Pts 1212 to 12930 Pk1 Loc:1189 Spacing:11.56 Pts/Pal
KB1.4.1.8 Cap:22 m QHHHHOOO>QHO>OQ>OQHGQH> 3 Version 5.4 HiSQV Bases: 983 Plate Name: 20121101_GN
CG CCARAGGG ((C 7 OO TTAT A 1A mm“mweymxx}o\m_!.ﬂwiﬂ[@\mii'@dnoHeﬂme \CAA G AAAGCTG GG TACGC GNAAGCTTGGGCCCC TCGAGG GATAC TCTAGAGCGGCCGCC
1 11 21 31 a1 51 atth2 61 MluZ 71 ApaT81  XhoI 91 Xbal 101 Notl
1266 5&.‘4
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TTTTTTTTTTT TTCARGT TCAAGTATTC T TTAT TCAAAGTTGARAAAT GTACCATACTGCAT TATTGCAARRATTCACTG GTACARRACACTTTGCAGCTGGTGAGAA
121 131 141 151 161 171 181 191 201 211 2
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TAAABRAGTTGAT TTTTAARACTCATTACTATAAATTATTCT TACAGTACTT TGCARATTCAGAATTTCARACTGCATGTTCTTTTTCTARATTGCCCACAG TACTCGAGG
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I'T TGCARAACGAATTTTGTTACCCTTGCGGGTTGCATCCAC CACARAATCAT TGTTCAAGTTGAACAGAAAGCTGCACATGTATTTATCATACACTTTCCCTCTTC!

A
571 581 591 601 611 621 631 641 651 661 67
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