Genome Network Project_Full —Length ¢DNA clone

RIKEN clone ID: IRAKO014G15
Vector : pPCMV-SPORT6 Gene| SERPINE1

Accession No.] BC010860.1 2207 bp 1..2207
CcDS 1209 bp 123..1331
@Plasmid DNA purification
Date : {110(2 Culture :LB (100 ug/ml Ampicillin) __5 ml —37°C O/N

Date : ([(013 Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : (0% _
DNA concentration (0.D.)___ 250 ng/ul
DNA 0.5 ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7.5 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<Expected digestion pattern from BC010860.1>

4339, 2180, 70 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : /s /¢ !'] Shipped : 25 ng/ul, 40 ul

‘Final concentration : 25 ng/ul |

DNA (350 ng/u) 0 ul
10XTE o5 bl
dH;0 X704 ul

Total (o5 b g wul




Applied

Bio s . IRAKO14G15_Reverse2_3_A10 Inst Model/Name 3500/3500 Instrument
m<mﬁm=._ IRAKO14G15_Reverse2_3 Oct 14,2001 09:50AM, JST
S/N G:639 A:344 T:277 C:391 KB_3500_POP7_BDTv3.mob Oct 14,2001 10:16AM, JST
KB.bcp Pts 1377 to 12750 Pk1 Loc:1354 Spacing:11.31 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 5.4 HiSQV Bases: l_oam o v_mﬁm Name: NOAAAOAA oz_u
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AGGATGCAGAT GTCTCCAGCCC CCTGCCTAGTCCTGGGCCTGGCCCTTGTCTT TGGTGAAGGGTCTGC TG TGCAC C : IC CTACGT GG C CTGGC(
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c m__.mommﬁm GGGTGTTTCAGCAGGTGGCGCAGGCCTCC \CCGC CGTGGTTTTCTCACCCTATGGGGTGGCCTCGGTGTTGGCCATGC TCCAGC TGAC :
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GG D CCCAGCAGCAGATTCAAGCAGCTATGGGATTCAAGATTGATG AC .mm_mw _mﬂw T CECEER O TECGECATC T GTAC GGAGCTCATGGGGCCATGG \WCARGG
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1434
76T »
TGAGATCAGCACCACAGACGC GAT( . GTCCAGCG GGATCTGAAGC TGGTC CAGGGCT TCATGCCCCACTTCTTCAGGC _.mm TE ﬁom GCACGGTC GC GTGGACT T1
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Printed on: Sun Oct 14,2001 12:57PM, JST

G rGGARCAGAAATAGTTTC
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. IRAKO14G15_M13(-40)_3_B10 Inst Model/Name 3500/3500 Instrument
IRAK014G15_M13(-40)_3 Oct 14,2001 09:50AM, JST
KB_3500_POP7_BDTv3.mob Oct 14,2001 10:16AM, JST

Pts 1360 to 12636 Pk1 Loc:1337 Spacing:11.34 Pts/Panel1350

Version 5.4 HiSQV Bases: 976 _u_mﬂm Zmam 20111014_ Ozv
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TG GGGTGTTTCTTCCACTGGCCTTTGGCCTGTCACK _..._.,_ﬁr_q\_m “GGTGGC ACAAGAGTG ATGGC
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