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●Ad」 ust plasmid DNA solution to 25 ng/ul ～prepara七on for shipping～

Date : tθ 0610       shipped:25 ng/ul,40 ul

Final concentration:25 ng/ul

DNA(lqO、 。5 ng/ul)
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Total し午し、2 ul
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[ GENETYX , NuCleotide sequence HonЭ logy Data l

Date : 2010.06.10

lst NucleOtide sequence

2010/06/10 09:41:29   Textl 2010/06/10 09:41:29

rile NaFte : IRAK014F17 M13 2.D07 10060913YH.fasta (Cornplementary)
2nd Nucleotide sequence

1200' ATA3GTCTAC CCCCTCTCCC CCTTCAA3CT TCTCTCCC― A CAAACCCAAA CTCCCCGCCT

15・ ATACCTTACC CCCCTTTCCC CCTTCAAC■CT TCTTCCOCAA CCAllCCCAAA CTCCCCGCCT

12591 CTCCCAcC― A CCCTTCCCAC CTGGGGCTCA TCC― ATTCCC CCCCACC力∝  パaAAGTTCAC

75'I TTCCCAc‐ CAA CCNTTTCCAC CTCCCCCTCA TCGハ ATCCCC CCCCACCACC NCAACTTCAC

13171 TCCCATCAAG T′ TrGFい 3CAF懸 3 GCFい3GGGCTC CTCCCACCCC CCCAACCCCT CCACC7い 3CCT

135': TCCCATCAAC. TATCACC―AG CCACCCCCTC CTCCC― NGGC CCCAACCCCT CCA3CA3CCT

1377' CcCCCTCCTG TCCCCG麹 3 ACA3CATGGT CACCACCACC ACA3■ CCCCA CTCCCTCCCA

193' CCCCCTCCTG TGCCCCAAAC ACACCATGGT GACCA3CACC ACACACCCCA CTCCCTCCCA

1437' GTACCTCATG GACCTGバ TCA CCCCAOCCGC CTCCCCGCAC CCACCCCCTC AACCA3CCAC

253'I CTハCCTCパTC CA3CTGバ TGA CCCCA3CCCC CTCCCCCCAC CCACCCCCTG ЛACCACCC押3

1497i ccA油 3■CCAC CATC～3GACC TCTACCTCGA TCCCCCCAGA Cぶ ACCTCnA3 AACCCATCAA

313" CG]馬 A3GAC CATCACCACC TCTAGCTGGA TCCCCCCACA CAコ 3CTCAAC AACCCATCAA

1557' GCCASCCCCT CCA3TCCCGT CCACCCCCCC CTCTCGCCCT CCCTGTCCCT CTGTTCCCCT

373" GCCACCCCCT CCAGTCCCCT CCnccccccC CTCTCCCCCT CCCTGTCCCT CTCTTCCCCT

1617' CCTCTGTCCC GCCAC・ CACCT TTGTCCCCCT TCGTCCCCTC CTCTC03CCC CACCCCCCCC

433・  CCTcTCTCC・ C CCCACGACCT TTCTCCCCCT TCGTCCCCTC CTCTGCGGCC CAGGCCCCCC

1677' TCGTCCACAT TCCCハま3GCCC CAACACCCTT Cハ 謀 バrccc TAAACGASCT TCCCCTCCCT

493'l TGGTCCACAT TCCCACCCCC CAACACCCTT CAAACATCCG TttCGArJcT TccccTCCCT

1737' GGCCCCCCCA CCTTCCTCAC TCCCCCCACC ACCCCCACCC CTr.TCCCTCC CACCCCTCCT

553'' GGCCCCCCCA CCTTCGTCA3 TCCCCCCACC ACCCCCA3CC CTGTCCCTCC CACCCCTCCT

1797= AGTCGGGACT AGTCAパ rCAC TTCA3CTGTC ACCTCAATAC Aパ TAAArGTG ATCCCCCACC

613m ACTCGGCACT ACTCAATC力 3 TTCACCTCTC A3CTCAATAC Aパ TAAATCTG AFCCCCCA3C

1857' CAぶ ぶ
…

 
…

673" cAAAぶいいぶ鳳
…

3GGC GCCCCCTCTA CACTATCCCT CGACCGGCCC AACCTTA3CC

File Name
Sequence s12e    : 1872

2nd Nucleotide Sequence
File Name        : IRAK014F17 Reverse2 2.C07 10060913YH.fasta
SequenCe size    : 757

Unit Size to Compare = 6
Pick up Location No. ‐ 1

: BC013586.1.gnu

sequence Sizo    1 788

unit Size to compare ‐ 6
Pick up Location No  ‐ 1

667 / 690 bp]     lNT/OPT SCOre : く   2120/  2574 >

1141' GGCCCCAACG GGCACTTTCC TTACCTGTA3 Ar_ccAGTCCT ACCACCTCAC CA― CCAACCA

1・ TTAC CACCCAACCA

[ 656 / 679 bp]

17

INT/OPT.SCOre : く

Flle Name : BC013586.1.gnu

2024/  2378 >

GCCGT CTCCCTCACC AATCATCACT

61・
I CCr・AATTCCC CGGATATCGT CGACCCA3GC GTCCCCCCC.T CTCCCTCACC AATCATCACT

261 TCTACCATCA CTCCAACCCT TTCACCTCCC TCCACGGTTC CCCCACCATC CCATTTCATC

121'' TcTACGATGA GTCCnハ 3ccT TTCACCTCCC TCCACCGTTC CCCCACCATC CCバ rTTCATC

86i ACGTCAACCA TCACTATTGC GAcTCCAAAC ATG13CTCTCA CCACCCACCC ACGcCTCCCT

181" ACGTCAACCA TCACTATTCC GACTCCmG ATCCCTCTCA CGACCCAGGC ACGCCTCCCT

146' GTCCTAATCC CA3CTTCCA3 TCCACCAnCA CTCCCTATAA GCCCCTCTAT ATCCCCTCCA

241'' GTCCTAATCC CACCTTCC躙 3 TCCACCAA3A CTCCCTATAA CCCCCTGTAr バrccccTCCA

206' A3CCCGTCAA CCATCGTGTT TGTGACTCCT CCCATCGAAC ACACGハ GTAC AACACCC.GCG

301" 熱3CCCCTCAA CCArCGTCTT TGTGACTCCT CCCATCCAAC A3ACGハ GTaC Aヵ cACCCCCG

266' TCArcTGTCA GAACACCTCC AAn3ACAACC CCCGTAACGA GAr」 ACACTCC CTCCAGCACA

361'' TCATCTGTGA CAAC躙 3CTGC AAAGACハ ACC CCCCTAACCA CACACACTCC CTGCACCAr」 A

326' TCccCCACGT CACCCCCCAA CCGTTCCCTC TCハ 薦 AACAT CCTTATTCコ3 GA3TCCAA3A

421'I TCCCCCACCT CACCCCCCAA CCGTTCCCTC TCAパ 3A～3AT CCTTATTCAC CACTCCAA3A

386' AC.CCACCCCA CC.ACAACCAG -3CTCA TTCA3CTACA CCCTCCGAAC AAGTCTCTCG

481'' A3CCA3GGGA CCACAA3CAr」 Aムぶ謀 cTCA TTCACCTA3A CCCTCGGAAC AAl● TCTCTCG

446' AACACCACGT CG熱■ATCCTC CGGACACTGA A3GACCAA3C TCACAASCCA CACAGAGACG

541'' MGttCCACGT CCAGATCCTC CCCAcAGTCA A3Gパ 3CAACC TCACAACCCA Gバ 3A3“A3G

506i CCAAぶCACCA CCACCACAA3 CTGTGGGAAS A3CACCTCCC TCCTCCCAAC CCCCAACACG

6011' ―CAAAGA3CA CCACCA3AA3 CTCTCCCAAG ACCAC.CTGCC TGCTCCC― AC cCCC―ACA3G

566' A3CACGACCT CCCCCCTCAT CCCTTCAACG 尉3CTCGATGA TCACATCGA3 GGCACGGTCT

658H A3CA3GACCT ―CCGCCTCAr CCC― Tc― A●.G A3CT― GAT―A T―ACAT―CAC ―GG熱3GGTCT

6261 CCGTCACTCA CCTCCA3ACT CACCCGGACC TGGACACACA TCCGGATCCC CCGTTGTCA3

710" CGGT―λ31t― A CCT― CA―ACT ―ACCC―CAGC T― CAC―CCGA T― GGGバTCCC GTGTCAA

lst Nucleotide Sequence

sequence Size    : 1872


