Genome Network Project_Full —~Length cDNA clone

RIKEN clone ID: IRAKO14F 17

Vector : pCMV-SPORT6

Gene PRKCSH

Accession No.| BC013586.1 1872 bp

1..1872

CcDS - bp

<1..1521

@ Plasmid DNA purification

Date : (0607

Date : (00b09

Culture LB (100 ug/ml Ampicillin) _3 ml —37°C O/N

Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : (00L0%

Marker : 2-Log DNA Ladder (NEB#N3200L)

DNA concentration (0.D.):__{90.05 ng/ul

DNA [ ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H . 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

uncut
EceRI T Xhel
-

4.3
— 1.9

{Expected digestion pattern from BC013586.1>

4339, |%%5H b?

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : \00&!|0

Shipped : 25 ng/ul, 40 ul

Final concentration:25 ng/ul |

DNA (190,05 ng/ul) 25  ul
10X TE bU.b ul
dH,0 Lqb. b ul

Total L. 2 ul




Project : GNP System : CEQ System Operator : 2.100609.furu
Sample : IRAK014F17_Reverse2_2.C07_10060913YH Instrument : CEQ System (Ver. 9.0.25)
|Result : IRAK0O14F17_Reverse2_2.C07_10060913YH
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Project : GNP
Sample : IRAK014F17_M13_2.D07_10060913YH
Result : IRAK014F17_M13_2.D07_10060913YH
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Operator : 2.100609.furu
Instrument : CEQ System (Ver. 9.0.25)
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[ GENETYX : MNucleotide Sequence Homology Data ] 2nd Nucleotide Sequence
File Name : IRAKO14F17_M13_2.D07_10060913YH.fasta (Complementary)
Date : 2010.06.10 Sequence Size : 788
1st NMucleotide Seguence Unit Size to Compare = 6
File Name + BCO13586.1.gnu Pick up Location No. = 1
Sequence Size : 1872
2nd Nucleotide Sequence
File Name : IRAKO14F17_Reverse2 2.C07_10060913YH.fasta [ 667 / €90 bp] INT/OPFT.Score : < 2120/ 2574 >
Sequence Size xS
1141' GGCCCCAACG GGGAGTTTGC TTACCTGTAC AGCCAGTGCT ACGAGCTCAC CA-CCAARCGAR
Unit Size to Compare = 6 = SR E ol
Pick up Location No. = 1 in TTAC CACCCARCGA

1200' ATACGTCTAC CGCCTCTGCC CCTTCAAGCT TGTCTCGC-A GRAACCCAAR CTCGGGGGCT

LA R LR RS ® kRARE kR W EEA A AR A EER kR L T l‘*tﬂbﬁﬁ IR AR RS RS R

[ 656 / 679 bp] INT/OPT.Score : < 2024/ 2378 > 15" ATACGTTACC CGCCTTTGGC CCTTCAAGCT TGTTCGGCAR GGANCCCARR CTCGGGGGCT

2L GGCGT CTCCCTCACC ARTCATCACT 1259' CTCCCACC-A GCCTTGGCAC CTGGGGUTCA TGG-ATTGGC CCCGACCACG ACAAGTTCAG

Fw ke w wE A RE R E R AT R Wk oAk ok ko LR R A L I ti’l--i EEER FEAAEAEEAA S HEk wk kkw Aww ATk E R W 'tiiiitiii

61" CGGAATTCCC GGGATATCGT CGRCCCACGC GTCCGGGCGT CTCCCTCACC AATCATCACT 75" TTCCCACCAA GCNTTTGCAC CTGGGGCTCA TGGAATGGGC CCCGACCACG NCARAGTTCRG

26" TCTACGATGA GTCCRAGCCT TTCACCTGCC TGGACGGTTC GGCCACCATC CCATTTGATC 1317' TGCCATGAAG TATGAGCAAG GCACGGGCTG CTGGCAGGGC CCCAACCGCT CCARCCACCGT

kR F R AT AR R B R T AR AT TR AT A RATEET FrE R AR TR R ThE R b e LR R E R LR EE =] A AR R LR TR S AR L E I S LR - _t+-i EEEREFEE A TS R RA RS R

121" TCTACGATGA GTCCAAGCCT TTCACCTGCC TGGACGGTTC GGCCRCCATC CCATTTGATC 135" TGCCATGAAG TATGAGC-AG GCACGGGCTG CTGGC-NGGC CCCARCCGCT CCACCACCGT

86' AGGTCAACGA TGACTATTGC GACTGCARAG ATGGCTCTGA CGAGCCAGGC ACGGCTGCCT 1377' GCGCCTCCTG TGCGGGAARG AGACCATGGT GACCAGCACC ACAGAGCCCA GTCGCTGCGA

AE kTR R AR R FEE A AR AR IR AR R AT AERS AN R A AR R R RN whsr v h R AR AR v R R hE R AR AR A ETd FF AT AR R ET AR R AR E A EET FARFA AR EEN AR AN AR AT R AR FE R TR R

181" AGGTCAACGA TGACTATTGC GACTGCARAG ATGGCTCTGA CGAGCCAGGC ACGGCTGCCT 193" GCGCCTCCTG TGCGGGAARG AGACCATGGT GACCAGCACC ACAGAGCCCA GTCGCTGCGA

146" GTCCTAATGG CAGCTTCCAC TGCACCARCA CTGGCTATAR GCCCCTGTAT ATCCCCTCCA 1437' GTACCTCATG GAGCTGATGA CGCCAGCCGC CTGCCCGGAG CCACCGCCTG AAGCACCCAC

FEr kR R by AR E AR R b dd AE R EE TR AR R FEARAF AR RN R FTE A TR AR EEE TR EE R Rk kR kR R RE A AT RAERE A AR AR TR R R R A AR TR AR Ekr R AR Rk kk Ak r kR Ak

241" GTCCTAATGG CAGCTTCCAC TGCACCAACA CTGGCTATAAR GCCCCTGTAT ATCCCCTCCA 253" GTACCTCATG GAGCTGATGR CGCCAGCCGC CTGCCCGGAG CCACCGCCTG AARGCACCCAC

206" ACCGGGTCAA CGATGGTGTT TGTGACTGCT GCGATGGRAC RAGACGAGTAC AACAGCGGCG 1497' CGAAGACGAC CATGACGAGC TCTAGCTGGA TGGGCGCAGA GAACCTCAAG ARGGCATGAA

A2 A SRS E R AR SRR R LSS R SRR e e R R LR R R R R R R E N e ok kW w ok E

301" ACCGGGTCAA CGATGGTGTT TGTGACTGCT GUGATGGAAC AGACGAGTAC AACAGCGGCG 313" CGRAGACGAC CATGACGAGC TCTAGCTGGA TGGGCGCAGAR GAACCTCAAG AAGGCATGAR

266" TCATCTGTGA GAACACCTGC ARAGAGAAGG GCCGTAAGGA GRAGAGAGTCC CTGCAGCAGA 1557"' GCCAGCCCCT GCAGTGCCGT CCACCCGCCC CTCTGGGCCT GCCTGTGGCT CTGTTGCCCT

kR E Ak kR A REARARTR AT AR FAAATEAD EkR AT F A A A AF AEERER AR AR AR e A Ak kAR E FRAEE R R RE A bR b TR E R Ak rREE ek kR E R R AR IE AR SRS

361" TCATCTGTGA GAACACCTGC ARAGAGRAGG GCCGTAAGGR GAGAGAGTCC CTGCAGCAGA 373" GCCAGCCCCT GCAGTGCCGT CCACCCGCCC CTCTGGGCCT GCCTGTGGCT CTGTTGCCCT

326" TGGCCGAGGT CACCCGCGAR GGGTTCCGTC TGAAGAAGAT CCTTATTGAG GACTGGAAGA 1617"' CCTCTGTGGC GGCAGGACCT TTGTGGGGECT TCGTGCCCTG CTCTGGGGCC CAGGCGGGGC

FEEE AR A ATD A REFE A EE FhkrdrEed e EE kR R R R R d AR ERATE R AR A AR AT R AR AR E S S A5 8] A AR E AR R Fhk kR ERARd ARk kb ok kR ARk T AR T h RN SRS SRS

421" TGGCCGAGGT CACCCGCGAR GGGTTCCGTC TGAAGAAGAT CCTTATTGAG GACTGGARAGA 433" CCTCTGTGGC GGCAGGACCT TTGTGGGGCT TCGTGCCCTG CTCTGGGGCC CAGGCGGGGC

386" AGGCACGGGA GGAGAAGCAG AARARGCTCA TTGAGCTACR GGCTGGGAARG ARAGTCTCTGG 1677' TGGTCCACAT TCCCAGGCCC CAACAGCCTT CRAAGATGGG TAAAGGAGCT TGCCCTCCCT

FEER AR E A h WA R EET R AT kTR AT AR R RRE R T ER R R R Ak A R E R R R AKX ERTRRAF RA X FN A SIE S ARG TRAT S FhF R bR b rEd dhr Atk AR d Frdd R b

481" AGGCACGGGA GGAGARGCAG AAAAAGCTCA TTGAGCTACA GGCTGGGAAG AAGTCTCTGG 493" TGGTCCACAT TCCCAGGCCC CARCAGCCTT CARAAGATGGG TARAGGAGCT TGCCCTCCCT

446" RAGACCAGGT GGAGATGCTG CGGACAGTGA AGGAGGAAGC TGAGARGCCA GAGAGAGAGG 1737' GGGCCCCCCA CCTTGGTGAC TCGCCCCACC ACCCCCAGCC CTGTCCCTGC CACCCCTCCT

LR R e R R R R R I e R e S S L R

541" AAGACCAGGT GGAGATGCTG CGGACAGTGR AGGAGGAAGC TGAGRAGCCA GAGAGAGAGG 553" GGGCCCCCCA CCTTGGTGAC TCGCCCCACC ACCCCCAGCC CTGTCCCTGC CACCCCTCCT

S06' CCAARGAGCAR GCACCAGAAG CTGTGGGAAG AGCAGCTGGC TGCTGCCARAG GCCCAACAGG 1797' AGTGGGGACT AGTGRATGAC TTGACCTGTG ACCTCAATAC AATARATGTG ATCCCCCACC

Ak F R E b hE RET A A AL E AR R A AR AR AT SRR RN bRk r dETRAE AR kR dd R E Rk EEA TR A A I T A A FE R AL E Rk E AR E FEkEE R AR AR R R R S S R E R

601" -CARAGAGCA GCACCAGAAG CTGTGGGAAG AGCAGCTGGC TGCTGCC-AG GCCC-ACAGG 613" AGTGGGGACT AGTGAATGAC TTGACCTGTG ACCTCAATAC AATAAATGTG ATCCCCCACC
566" AGCAGGAGCT GGCGGCTGAT GCCTTCAAGG AGCTGGATGA TGACATGGAC GGGACGGTCT 1857"' CAAAARRAAR AAAAAR
A AR RS Sk wmw Rk T wwk kR w kR Tk E REE * * E Rk A EEA LA R R R SRR AR RN TR A E T E R RS

658" AGCAGGAGCT -GCGGCTGAT GCC-TC-AGG AGCT-GAT-A T-ACAT-GAC -GGACGGTCT 673" CAARARARAR AAARRARGEGC GGCCGCTCTA GAGTATCCCT CGAGGGECCC AAGCTTACGC

626' CGGTGACTGA GCTGCAGACT CACCCGGAGC TGGACACAGA TGGGGATGGG GCGTTGTCAG

FEEE ok W kR E kk Nk E kR kR F Ak E Ok k& krkkEI LA S 2

710" CGGT-ACT-A GCT-CA-ACT -ACCC-GRGC T-GAC-CCGA T-GGGATGGC GTGTCAA

ist Hucleotide Seguence
File Name : BCO13586.1.gnu
Sequence Size ;1872



