Genome Network Project Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone_ID : IRAK013G05 Lot#: 7893 A8Aa
Vector : pPCMV-SPORT6 Gene PAK4
Accession No. | BCO011368.1 2757 bp
cDS 1776 bp
@ Plasmid DNA purification
10
Date : |% 0) lé) Culture : LB (100 ug/ml Ampicillin) 3 ml —> at 37 deg C over night
Date : {201 ) Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (g0l 17
DNA concentration (0.D.): 6% ng/ul
< Size of fragment expected from this clone >
DNA & ul
Enzyme (EcoRI+ Xhol ) 0.5+ 0.5 ul EcoRI 7.1 kb
Buffer H 1ul Xhol 7.0, 0.1 kb
dH,0 6% u EcoRl + Xhol 4.3kb (Vector) 2.7,0.1 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : '80 ! H
@ Confirmation of the insertion sequence DNA ( él ng/ul) ?U 0wl
10x TE 7.3l
Date : |80 | 19 dH,0 §6.3  ul
Total 734 ul
Primer A Reverse?2
Primer B M13 @ Shipping
Primer C -

List of http://dna.bre.riken.jp IﬁConc. . 25 ng/ U @, Volume: 40_.” 2

Sequencing /en/GNPclone3en.ht
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APPROVED BY :
http://dna.brc.rikenbpAndexhtmt




B.o?;lf'«?t% - IRAKO13G05_C4_AgAa_Reverse2_CO1_03_ABIOS Inst Model/Name 3500/3500 Instrument

IRAKO13G05_C4_A8Aa_Reverse2 Jan 19,2018 01:57PM, JST

SIN G:16 A:12 T:9 C:20 Primer A | Reverse? KB_3500_POP7_BDTv3.mob Gray line indicates quality value Jan 19,2018 02:12PM, JST
KB.bcp Pts 1754 to 8704 Pk1 Loc:1722 Spacing:10.79 Pts/Panel1350
KB1.4.18 Cap:3 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 685  (@V) < 40. Plate Name: 20180119_GNP
X GCLGGCTG GTACCGG TCCGG TTECCG GG ATATC GTCGACICCACGCGEGTCCGITTC CATG|
1 i 21 31 41 51 7 11 MLl 111 17
kpr't bRl Smel FooRy  Swdl
1072 ‘ ‘ Vector‘
Wl mmnmn I l l
, | Ao A A DRAA e A A A
GCGGCGGGAGTGTCCGCGGTGGTGGCGGIGC G LG AGCTG GG A GCCCCEAGGGCGC GG AG TTCCAGGCCGAGCAGT TAGGCCGCGAGCGACTGCGEGGEGLCGAGLELCGGCLE
141 151 161 171 181 191 211 221 237
coi|368 i(’l_ )
1072
ot AWMAI\AN\A/\/\I\N\
[ GCACCGAGTCCCCGGCACCATGTTTGGG ! GCE GETGGAGATCTCCGC GG TCCAACTT CGAGCACCGCGTE CACACGGGCTTCGACCAGCALCGAGCAG
241 251 261 281 291 301 31T 321 331 341

1072

il lhuhdu thmnuh Ahlllhllllulluml hh,unuluhhlNllhhluuh‘n hm

CACGGGGCTGCCCCGCCAGTGGCAGAGCCTGATCGAGGAGTCGGCTC GCCGGCCC G CCCCTCGTCGACCCECGCLCTGCATCACCTCCATCCAGLCECECGGGEGCLCCLCE GACCH

o

e < el AMWW\M\MV\NMMMMWNWMVM i

ICGCCEELCE e TBLEC GET
571 581 594 01 611 621 631 641 51 661 671 68

1072

0
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pplied

IRAKO13G05_C4_AB8Aa_M13_D01_04_ABIO8 Inst Model/Name 3500/3500 Instrumen t

BIOSyStems IRAKO13G05_C4_A8Aa_M13 Jan 19,2018 01:57PM, JST
SING:14A12T:12C18  primer B: M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value J 19,2018 02:12PM, JST
KB.bcp Pts 1762 to 8704 Pk1 Lo ‘1730 ing:10.81 Pts/Panel1350
KB1418 Cap4 5 GTTTTCCCAGTCACGACGTTGTA 8 Version 6.0 HiSQV Bases: 669 (QV) <40. PI t Name: 20180119_GNP

G GCTGGGT BEE GEGGCcCEdecl T TTIT T
T1 21 31 41 51 61 M,Qu,l Hﬂd,TE. AP”‘ , 91 )(bd.l jvotl
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> [l L wnnnnunlluum//'ahMuunnLunuuunuu
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BCOHB 1 f »\,2757)
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UH a;hmlunmﬂmum umﬂmludmnmhmnnmhm.mxlunlumm.h ulumh
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lmhmﬂhmlh mhnuuumnumluuhm hl‘u nmﬂh mun JHNlh“lhlxlhhlhmudu

GGGGGGGGGGGGGGGGG
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