Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAKO13E09 Lot#: 7893 B3Id
Vector : pPCMV-SPORT6 Gene KIF12
Accession No. BC010626.1 2024 bp
cDS 1542 bp
@ Plasmid DNA purification
Date : 2023/09/13 Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night
Date : 2023/09/14 Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date : 2023/09/14

DNA concentration (O.D.): 407 ng/ul
< Size of fragment expected from this clone >

DNA 0.25 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 6.4 kb
Buffer H 1 ul Xhol 6.4 kb
dH,0 775  ul EcoRI + Xhol 4.3kb (Vector) 2.1 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DDB @6 gll\]/l::::r
Marker : 2-Log DNA Ladder (NEB#N3200L) @gEcoRI
(kb) @:Xhol

10.0

6.0 ®):EcoRI + Xhol

8.0 50

4.0
3.0 2.0

1.5
1.2
1.0

0.5

@ Adjust plasmid DNA solution to 25 ng/ul
Date : 2023/09/20

@ Confirmation of the insertion sequence DNA (407 ng/ul) 86 ul
10x TE 140 ul
Date : 2023/09/19 dH,0 1.174 ul
Total 1,400 ul
Primer A Reverse?2
Primer B M13 @ Shipping
Primer C -
List of http://dna.brc.riken,jp / Conc.: 29 n 2, Volume: 4 2
Sequencing /en/GNPclone3en.ht
Primers ml Conc. : _ng/u Q,  Volume : ue

APPROVED BY :
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Job title: BC010626:Homo sapiens kinesin family member...

1262 33% 0.0 100.00% Query_62146

1262

primerA
(Forward)

RID G82HXVRH114 (Expires on 09-16 15:39 pm)

Subject ID 3 subjects

BC010626.1
Description Homo sapiens kinesin family member 12,

Query ID

1042 1042 27% 0.0 100.00% Query_62147

primerB
(Reverse)

See details

Description
Molecule type dna
Subject Length 1372

mMRNA (cDNA clone MGC:17687
IMAGE:3865868), complete cds

Molecule type nucleic acid
Query Length 2024

Program BLASTN 2.14.1+

Alignments

primerA (Forward)

Sequence ID: Query_62146 Length: 745 Number of Matches: 1

Range 1: 63 to 745
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Distribution of the top 2 Blast Hits on 2 subject sequences

N O©O o
© N &N ©
S - = -
oO—O C—O
[CEED S R ———
<—< O—O
S5 ———
_— O—O
<—=< <—<
S—  S—3
oO—O o—5
oO—O O—O
—— O—0
o—5 O—O
o—O =—=
<—<C O—O
_—t O—O
o—5 G—O
» S—6C <—=
5 S—5 OS—S
= <—= =
o O— O—O
5 oOo—0O o—O
g [ D 5 R ——
= o—0 Oo——O
o == <—=<
E—5 O—O
S—5 —3
O—O  ——i—
— O—
o—o o—3
— —— e
L O—O  B—5
2 —— O—O
o _—t O—O
> o—0 <—=
< O—O B—<5
8 o—0O =—=
= S—S O—O
S — O—3&
O—O <C—=T
—_— O—
<—<< OG&—5
o—0O ©&—O5
o—O T—S
=—< =—=
=— —3
— o—o O—O
9 _— e—
3 <—<t ©O—3
o O—5 O—O
o o—O O—D
- <—< i
= S—S o—oO
™0 _—t O—3
@ <—< <—<
B o—0O O—5
> =—= O
re) C—S O—O
© <—<< OG&—5
<—= G&—5
GE—5 O—O
S5—C —3
e
— @ =N
= — © © ~—
<
=}
)
@
2
2 v
5 2
o~ =1 > 42 >+
= i o — o
© T 5 2 3 2
N O S o S o
- L S v S »n
o
o
o
o~
o
o
NS
]
A
H o
o
o}
—
[=}
Q
w
g3
[=]
gm| 3
@ [a\]
b4 —
c
E.E
o
5% 3
= 3 B
[
o
=« | o
e @
>
Q
<
= O
2
o
o= o
] o
<
o
<
\
] —

Query
Sbjct

CDS:Kinesin family m

Query

Sbjct

CDS:Kinesin family m

Query
Sbjct

(= o o (=N o (=]
o N © < <t o [=2-]
® < < < < o © © ©
NO—O EO—EO xEO—S HFO—CO O0O—O
—— o—0 oO—O <—= oO—O
o—O o—S oO—O o—O o—O
< e ———t— 0 O—O
S—5 o—o <—= O— oO—o
S—S S—S S—S S—S S—S
At O<C—<CT b=t =t LI<C—=C
o— S— o—0 ©O— S—5
o—O S—S —— ] S—5
NE—S WI—=< GO—5 <O—O CE—3
<<—=<T Oo—D O—S O—S O—S
O—D O—D O— _—t ——t
de—= >—= O—O I<—< 00—
o—0 o— =—= o— oO—O
S— D <—<t oO—O o—0
de—= >a—= oO<—< nE—C oI—<
—— —— o—O <<—=T S—S
o— o—0O O—S <T—=T S—S
o<<—t LbF——+— Jd——— EOC—5 >k
o—5 —— — o—O o—S
S—5 oO—O ——t oO—O ——t
EO—O OO—8 _Jdb—t= NC—S nNO—O
o—O S—5 o—0 <—= —
— S—5 <—=< oS—c3 |
> =G—5 ws—< NO—0O 00—
wo—o o—O S—5 P O—O
S—S — O—S O—O OS—S
oS—< FO—O <O0—O
o—O <C—<T <T—=T DO—S <<—=T
o—D o—D O—S O—S S—S
WL—< XxI—< J—— O<I—< o<—=<
S—5 <—< ©o—o o— S—S
D S—S oO—O oSo—O S—3
Zc—< =ZI—< <O—O =ZI—< oO=<—<
<—=C <<—=T o—S <<—=T o—0O
o— o—5 O—S O—S o—O
>L—C =GC—C W—<T Jdb—— <O—O
—— —— O—S o—O S—S
o—0O oO—O O—S o—O ——t
———— 2G5 = —O—O —O—O
<—= o—O o—0 <—= ==
S—S ——— —— S—S <—<
WL—< >——— »NOo—C II—< oO<—<
o—3 wo—o <—= oO—3 S—S
OS—O — O—5 O—O ——t
de—= A 0O—0 GO—C <O—O g—0
o—o oO—O S—S S—S oO—O
D o—O e <—= oO—O
<< dE—— LF—— ©O—O »na—3
[—— o— —_— —_— <—<C
—i— oSo—5 <—< o—0 S—S
NO—O AO—O W<T—<t =Z<—<C —F——+—
[ —— o—O0 S—5 <—= <—=
o—O o—5 O—S S—<S o—O
CO—O G5 >S—— EOC—5 ><<—<
S—5 oO—O o—5 <—< —_—
o—O oO—O S—5 <—< ——
EOC—S 0O0—O Sh—t— @EO—O5 _k——
o—O o—O o—5 o—O ©O—
— —— S—S — S—O
—_— ™ -— ™ - ™ — M N ™
NO © NO N NN ® oo §F O O
AN M M & O < o 1O —0 ©
5 £ £ £ £
> > > > >
£ £ £ E £
© © © © ©
G [t [t [t [t
= = = = o
« @« @« @« @«
o o (] o o
c c c c <
X 4 X XS X X
IEES (%) RS o RS (&) S (& A o
DO D DD D DD D DD DO D
as o o o o o o o a3 Q9
OO v OO v OO v Oo v Oo w

ym

CDS:Kinesin famil

Query

Sbjct

GDS:Kinesin family m

Query

Sbjct

primerB (Reverse)

Sequence ID: Query_62147 Length: 623 Number of Matches: 1

Range 1: 60 to 623
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Job title: BC010626:Homo sapiens kinesin family member...

1262 33% 0.0 100.00% Query_56004

1262

primerA
(Forward)

RID G82NXST0114 (Expires on 09-16 15:41 pm)

Query ID NM_138424.2
Description Homo sapiens kinesin family member 12

Subject ID 3 subjects

Description
Molecule type dna

Subject Length 1372

0.0 100.00% Query_56005

1003 1003 26%

primerB
(Reverse)

See details

(KIF12), transcript variant 1, mRNA

Molecule type nucleic acid
Query Length 2012

Program BLASTN 2.14.1+

lignments
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Sequence ID: Query_56004 Length: 745 Number of Matches: 1

primerA (Forward)
Range 1: 63 to 745
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A% é Osyset%ms 7893 IRAKO13E09 B3Id_Reverse2 G01_07_ABI08 Inst Model/Name 3500/3500 Instrumen t
7893 IRAKO13E09 B3Id_Reverse 2 Sep 15,2023 10:37AM, JST

SIN G:24 A:31 T:27 C:44  Primer A Reverse2 KB_3500_POP7_BDTv3.mob Cray line indicates quality value | Sep 15,2023 11:06AM, JST
KB.bcp B GOGCGATAACAATTTCACACAGG ¥ Pts 1407 to 12878 Pk1 Loc:1384 (QV) T Spacing:11.49 Pts/Panel1350

KB1.4.1.8 Cap:7 Version 6.0 HiSQV Bases: 886 Plate Name: 20230915_mix2
TTT TTCAZ2TT TCG -G 5 T TACAAA AAA A A A A A

874
437

CGTCCGGGAAGACATCAGGATGTACCATCTGCCCTTCTGTCGGACCCCAGGGTACGTCCCATGAGCGCGGCCGAGCTGCGTCGAGGGCAGCAGAGCGTGCTGCACTGCTCH

874 ‘

o mu.,a.x Iy

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

874

; h“mlh“ﬂkmﬂhﬂ“uﬂhmml“ﬂhmummmﬂhhlhhlllﬂnmhmm“lhmm““lmmt

87

?7luhnﬂﬂnﬂhﬂhﬂuJﬂh“huﬂhdhﬂdﬂnuhuuuﬂﬂﬂuﬂﬂnuNhhuﬂuuﬂuhh“uuuﬂh

CAGGTTCGGGACTTGC TGAGCCTGGGGTCTCCCCGGCCCCTCCCTGTTCGCTGGAACAAGACTCGGGGCTTCTATGTGGAGCAGCTGCGGGTGGTGGAATTTGGGAGTCTGG

874

" Ll uﬂuuhnmuum uﬂummmmmuummudunumuthhmxuhum

874

mmmumnuwmuuummMJmm.mmuumummuumh.uumﬂmmmmm.u
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A% BIOS |Ied 7893 IRAKO013E09 B3ld_Reverse2 G01_07_ABI08 Inst Model/Name 3500/3500 Instrument

yELEmE 7893_IRAKO013E09_B3Id_Reverse?2 Sep 15,2023 10:37AM, JST

S/N G:24 A:31 T:27 C:44 KB_3500_POP7_BDTv3.mob Sep 15,2023 11:06AM, JST
KB.bcp Pts 1407 to 12878 Pk1 Loc:1384 Spacing:11.49 Pts/Panel1350
KB1.4.1.8 Cap:7 Version 6.0 HiSQV Bases: 886 Plate Name: 20230915_mix2
GTCAAACTGCCCAGCAGATGCCTTCTGTGGACCCTGGGGAGCCCCCTGTTGGTGGGAAGCTGT GCTTTGT GGACCTGGCAGGCAGTG AGAAGGT AGC AG CCACG GG AT

76 685 694 703 712 721 730 739 748 757 766 775 7

874

i AL e e e e

CCCGTGGGGAGCTGATGCTTGAG GCTAACAGC ATCAACCGAAGCC TGCTGGCCCTIGGG TCACTGCATCTCCCTGCTGCT GGACCCACAGCGGAAGCA GAG CCAH
84 793 802 811 820 829 838 847 856 865 874 883

874

0

CATCCCTTTCCGGGACAGCAAGCTCAC CAAGTITGCTGGCAGACTCACTGGG AGGG C GCGGGGGTCACCC TCATGGTCG CCCTGCGTGTCCCCCC TCA
892 901 910 919 928 937 946 955 964 973 982

874
437

GCCCAG TG CCTTTCCCTGGAG ACTCTCAGC A CCC TGGCG ATATGCA AGCCGAIG CTCAGCGGG TCACCACC CG ACCACAA GG TC cCcC
991 1000 1009 1018 1027 1036 1045 1054 1063

874
437

cCC AACG TC T C TG TGG CAA A G C AG ccC C AA G CG A T GG AAG A A G AAG A TG CC TGG CC A AG cc T T CC
1072 1081 1090 1099 1108 1117 1126 1135

874
437

AG G AA G CG AGA T TC
1144

874
437

0
Printed on: Fri Sep 15,2023 02:16PM, JST Electropherogram Data Page 2 of 2




A% Blosyset%ms 7893_IRAKO13E09_B3Ild_M13(-40)_H01_08_ABI08 Inst Model/Name 3500/3500 Instrument
7893_IRAK013E09_B3Ild_M13(-40) Sep 15,2023 10:37AM, JST

SIN G:28 A:26 T:24 C:37 FPrimer B M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value  Sep 15,2023 11:06AM, JST
KB.bcp 5 COTTTTCOCACTCACCACOTTOTA & Pts 1417 to 12818 Pk1 Loc:1394 Spacing:11.55 Pts/Panel1350
KB1.4.1.8 Caps8 Version 6.0 HiSQV Bases:819 | (@V) < 40. Plate Name: 20230915_mix2
CGGGC(CAGGG CTAGC TIATATACG ACTCACTATAGGG ICCACTTTG TACAARGAAAGCTGGGTICGCGTAAGCTTGGGCCCCTCGAGGGIETACTCTAGAGC GGCCGCCCTTTT
! 10 1 28 37 attB2 & Miul Hindlll  Apal Xhol °l Typal Motl e
1112 Vector +L
556
TTTTTTTTTTTTTTTTTTTTGGAGCTGAT GCCTCTCTTTATTCATGTATTTCATCCCCTGCTGCCTGGTTTCTCCTGAATCCCC TTGTTCCCC TAAATAGCACCCCCAGTCC
118 127 136 145 154 163 172 181 190 199 208 217 2
BC010626.1(-2024)

1112

o (AN e mmmmmmmmmdmumx A A O g

JCGCCCCTAGCCCAGCTGCAGGTGGAGTAGCAGCTGCTGTCTCCATTCAGCAGATGGGCAGACTGAAGCCCAAGAGTGTGGAGCCCAGTCTGAGGTCACACAGCAGTCTCCTGG
26 235 244 253 262 271 280 289 298 307 316 325 334

1112

5 h““MAA“AAAMAAA‘AAﬂmmAAMA!AAMLAAA_‘Amh‘&“hhhﬂ“AA.““A‘AAAAMM“AAAAMAA‘AAAAAAAAAlumm

GTTCCCACTTGGCCTTCAATGG GGAGGGAGGACTTGGCCTGGGCTCCGTGCGCCCTCACTGCAGGGTGGCTGGC TGCGGCCACGTCGCAGGGAGCTGCCAATCTGGTCTCTGA
343 352 361 370 379 388 397 406 415 424 433 442 451

1112

. hllmlmAAU.MAMAMAAAHAAuﬂﬂnﬂhlﬂlhAAAAAJMAAMAAJMAhﬂhmudmAAAAAAAAAAAAAAMAAAAMAAAAA‘,

GGGCCTCCAGTCTCTGGGCCAGGTTTGGAACCCCGGCCCCACCTC TGAGCCCTGGTGATGTCTTCG GGG GCCTCACAGGCAGGGGAGGTGCAGAAGGTACCACCTCCTCCTC(

1112

2 »AW!“MAJAM““‘“AAhmkuA ‘A ..“M“MM“AA“““ mumAAMAAAAAMJAAAAAAAAMALAALA
GTCAACATCTCTGCCAGGACTCGGGTCTGAGTCCAGTCACTGTGACTCCTCTCTCTTGGGCACTTGGCAG A CAGGGCTGCATGGGGGTGCCCAGGGTGGGGGC CG GG

1112

2 VA A e e A uAA‘ A“MNA_“ AW
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