Genome Network Project_Full ~Length cDNA clone

RIKEN Clone ID : IRAK012G02
Vector : pPCMV-SPORT6

@ Plasmid DNA purification
Date: | 0822
Date: | ¥0823

Gene Engineering Division RIKEN BRC

Lot#: 7893_A8HI

Gene AP1G1
Accession No. | BC036283.1 4810 bp
cDS 2478 bp

Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : [80823

DNA concentration (0.D.): 7 8 ng/ul

DNA {2 ul
Enzyme (EcoRI+ Xhol ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 67 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@® Confirmation of the insertion sequence

Date : /370(?2?

Primer A Reverse2
Primer B M13
Primer C -
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

< Size of fragment expected from this clone >

EcoRI 53,25, 1.4 kb

Culture : LB (100 ug/ml Ampicillin) 5 ml -> at 37 deg C over night

Xhol 9.2 kb

EcoRI + Xhol 4.3kb (Vector)

25,14, 10kb
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /f/ 903

DNA ({8  ng/ul) f5.0 ul
10x TE 265
dH,0 [93.7 ul
Total 2052,
@® Shipping

dConc. 25 ng/ Q@  Volume: 4Q 1 2




é\igggl;«ﬁgms IRAKO12G02_A8HI_Reverse2_HO1_22_ABI24 Inst Model/Name 3500/3500 Ins
IRAKO12G02_AB8HI_Reverse2 Aug 28,2018 09:59A
SING:133A1170 T:149C:236  Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Au928201810:20A
KB.bcp . ] ) Pts 1721 to 8706 Pk1 Loc:1689 pacing:10.66 Pts/Par
KB1418 Cap22 SGCGGATAACAATPTCACACAQGB' Version 6.0 HiSQV Bases: 706 (QV) < 40. Plate Name; 2018082
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TGTG GTTAGTT CTCCCTCET TCCTCAGE TCCCTCCGCCTGC(JGI GCGGTGGTGAGGCCG AGGG "GCCGCCATT" IGJTCGGT CCTGC TGCCACTG
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CGCCGCCCCCGGAGCTGCTGGTTT TTCE AGGTTT CGGGCCG GGATGCCAGCCCCCATCAGATTGCGGGAGC TG ATCC GGACC ICCGG CAG CCCG (03 @]
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Blosystems IRAKO12G02_A8HI_M13_A02_02_ABI24 Inst Model/Name 3500/3500 Ins
IRAKQ12G02_A8HI_M13 Aug 28,2018 09:59A
SIN G:74 A:112 T:110 C:150 . : KB_3500_POP7_BDTv3.mob R , Aug 28,2018 10:29A
P - B M13 = — = . ality value
KB.bcp ik Pis 1745 to 8706 Pkd Loci4713  Cray line indicates quality Spacing:10.64 Pts/Par
KB14.1.8 Cap2 5 GTTTTCCCAGTCACGACGTTGTA 3" version 6.0 HISQV Bases: 730 ({QV) < 40. Plate Name: 2018082
GCTGGGTACGCG T GCTTGGGCCCCTCG GGG TACTC TAGAGCGEGECCGC|C
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CCTT GGCT TCATTGCACAGGCAGAGCAGTTGTCTG TATGCACTAGTCCACACTT TTACTG CTATG CAGGAGATATTAT CETGTTCTTGACT
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