Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone ID : IRAKO04NO8

Vector : pPCMV-SPORT®6

@ Plasmid DNA purification
Date: (701253

Date: (70|24

Lot#: 7893_A7Ah

Gene C9orf88

Accession No. BC001979.1

2886 bp

cDS

1337 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date: (7C(24

DNA concentration (0.D.);___ 228

ng/ul

DNA 0.4 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.6 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence

Date : |"Ip| b
Primer A Reverse2
Primer B M13
Primer C =
List of http://dna.brc.riken.jp
Sequencing /en/GNPclone3en.ht
Primers ml

Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

< Size of fragment expected from this clone >

EcoRI 7.2 kb

Xhol 7.2 kb

EcoRI + Xhol 4.3kb (Vector)

2.9 kb

EceRI+¥hol

(kb)
0 —

0 —
0.5

@ Adjust plasmid DNA solution to 25 ng/ul

Date : [70!25
DNA (228 ng/ul) P50 ul
10x TE 775 ul
dH,0 4127 ul
Total 5. L ul
@ Shipping

dconc. 25 ng/ 14 @, Volume: 40 (@

E-Cane EE‘ (D lolimes: Tl -

APPROVED BY :

r~

17.1.26 |

http://dna.brc.rikenjp/index.htmi



pplied

BI osystems IRAKO04N08_A7Ah_Reverse2_A07_01_ABI24 Inst Model/Name 3500/3500 Instrumen t
IRAKOO4NO8_A7Ah_Reverse2 Jan 26,2017 10:07AM, JST

SINGH72A220 TA76 G291 pi 4 poeice , KB_3500_POP7_BDTv3.mob Jan 26,2017 10:36AM, JST
KB.bcp Pts 1504 to 13761 Pk1 Loc:1481 Spacing:12.24 Pts/Panel1350
KB1.4.1.8 Cap:1 5 GOCGGATAACAATTTCACACAGG 3°  version 6.0 HiSQV Bases: 1002 Plate Name: 20170126_mix
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pplied

N Blosystems IRAKO04N08_ATAh_Reverse2_A07_01_ABI24 Inst Model/Name 3500/3500 Instrument
' IRAKO04NO8_A7Ah_Reverse2 Jan 26,2017 10:07AM, JST
S/N G:172 A:220 T:176 C:291 KB_3500_POP7_BDTv3.mob Jan 26,2017 10:36AM, JST
KB.bcp Pts 1504 to 13761 Pk1 Loc:1481 Spacing:12.24 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1002 Plate Name: 20170126_mix
CGAC TACGACAE GEAGETETETE GG GARGAGGT TOT TC GGGCAGGCGLCTEC T GCAG AT CAGCATC CCGTTEETECTCAAGRAAGET GGEECC TACC I'GCAAG TE GEGAGCETGE C
676 685 694 703 712 721 730 739 748 757 766 775 7
1088
o ool hh&“i““ll“&t el i
T T U ST S O O GV s (R W st Vs O 00
CCGGTTCCAGGAGE TGATCT TCGAGGAC TTTGECCAGS TTCATCCT GGTGGAARACAEGTACGE ACGAGGTGCG TGE TGCAGACC G TCATG ARG GACATCCTGCAGGETGT
84 793 802 811 820 829 838 847 856 865 874 883 8
1088
544
0 ;
GAAGGAGGCCGCGGTGCAGAGG GCACAAC D PCTAL CEGEACAGCAT GG TOATE CAL CAGERACELEE AAEE TECACE TEC DEE CCG A CEEC B C0CEERT
92 901 910 919 928 937 946 955 964 973 982 991
1088
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0
CGACTEGEGCGAGE AGTACAGE CAGCEE € CGGEGEC 66 CAGCCCOL AG COCCAGE A CECE 66 AGE TEAG CCA CEC T C T'CCER GCG ~AC
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pplied

;‘ ) Blosystems IRAKOO4NO8_A7Ah_M13(-40)_B0O7_04_ABI24 Inst Model/Name 3500/3500 Instrument
IRAKO04NO8_A7Ah_M13(-40) Jan 26,2017 10:07AM, JST
SIN G:277 A:357 T:310 C:464  primer B : M13 KB_3500_POP7_BDTv3.mob Jan 26,2017 10:36AM, JST
KB.bcp . . Pts 1507 to 13614 Pk1 Loc:1484 Spacing:12.26 Pts/Panel1350
KB 1.4.1.8 Cap:4 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 998 Plate Name: 20170126_mix
G €& T ¢ 1AGE TIAT ATAC GAC TCAC TATAG G & BACCAC T T'TG TACANG GCTGGGTAC GO G TAAGC TTGGGCCCCTCGAGGGATACTCTAGRAGCGGCCGCcCrTT
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TTTTTTTTTTT TTAAATA AAGCGT TTATT GATTAGTAGAAGCATG AACAG TGTGCATAATAT TT TCAATACAATATCAGGGAGGG AT GATGGGAACCCC TCH GGCACTAYG
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\GGCGCAGATCTTC GGGERC GAGGG GAGATGCGCCAGAGACCAGGGCTGGGGCAGCTGGG GGTCCCTGAGTGCCAGGCGCCACCACACGTCCTGTGGGTC GGCCCCTC
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35GCCTGGGGGTCCTG AGGTEGGGGGATCCCAGGCC TGEGGCCCATCC TGGCTTGACCCTTGTCCCAGG CAAG GCTG AGGAGGGAC GACAGCCAGGCCCAGAGTGACTCACAH
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Applied

Biosystems IRAKO04NO8_A7Ah_M13(-40)_B07_04_ABI24 Inst Model/Name 3500/3500 Instrument
IRAKOO4NO8_A7Ah_M13(-40) Jan 26,2017 10:07AM, JST
S/N G:277 A:357 T:310 C:464 KB_3500_POP7_BDTv3.mob Jan 26,2017 10:36AM, JST
KB.bcp Pts 1507 to 13614 Pk1 Loc:1484 Spacing:12.26 Pts/Panel1350
KB14.18 Cap4 Version 6.0 HiSQV Bases: 998 Plate Name: 20170126_mix
CECCTOAGGARBCCCEETCOGELT BLCCAGGCAACCAC TG AEGGACCTCGEC GTGGE CTGTAGAAGACAGAACCCAGE CCCAT TACACCCCT TG CTECEGE TC CATG CCCH

676 685 694 703 712 721 730 739 748 757 766 775

CCACCAGAGGGACAGGGACCAGAGGGAGACCTGTG GGCCAGGCGGGEGCAGGAGGGAGGCAGGCTGGEGGC LG GG AG \GGGGATACACAGGCCCATAARAACC TCA (¢
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CTCCCCAT CCETCACTCAGCEATCTCAC TCAECTCACTCECECAG CATECEECA GEGATEEEGEGTCCCE T CC TTCACTE GGACACTTCCCC TCEGCAG oX
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