Genome Network Project Full ~Length cDNA clone

RIKEN_Clone_ID : IRAKO0O4NOS
Vector : pPCMV-SPORT6

Gene
Accession No.

@ Plasmid DNA purification
Date: 21026

Date : {2 10 26

MLLS
BC001296.2 1978 bp 1.21978
CcDS 1482 bp 497.21978

Gene Engineering Division
RIKEN BioResource Center

@ Digestion by restriction enzyme/Concentrarion calibration

Date: |2(012b

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C over night

DNA concentration (0.D.):_ 3% ng/ul
DNA [l
Enzyme (EcoRI + Xhol) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7l
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

<Expected size of fragment from BC001296.2 >
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4339, 2021 bp

@ Confirmation of the insertion sequence

EcoRI+XhoI
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@ Adjustment of DNA concentration

Shipping amount : 40 ul

Date : 'll lOl Concentration at the time of preparation of plasmid DNA : 25 ng/1
Primer A Reverse?2 Date : [2]]05,
Primer B M13
Primer C - DNA (_ 33 ng/ul) 75.0 ul
List of http://dna.brc.riken 10x TE 1.4 ul
Sequencing Jp/en/GNPclone3e dH,0 VA ul
Primers n.html Total | 14-.0 ul
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' Applied
»w Biosystems
SIN G:35 A:21 T:22 C:23
KB.bcp

KB 1.4.1.8 Cap:13

~ Primer A : Reverse2
5 GCGGATAACAATTTCACACAGG 3

IRAKO04NO5_Reverse2_EO01_13
IRAKO04NO5_Reverse2
KB_3500_POP7_BDTv3.mob
Pts 1241 to 13399 Pk1 Loc:1218
Version 5.4 HiSQV Bases: 978

Inst Model/Name 3500/3500 Ins
Nov 01,2012 10:59A

Nov 01,2012 11:25A
Spacing:11.85 Pts/Par

Plate Name: 20121101_GN
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TCCGGCGGGCGCAGGGGGCCGAG TCGGAG ACCGTGCCGGAGTTCGGGAGCGGCARCAGAGTG GGCATAGACARCTCCGAGCAGCCTCGCCGTCGTC TCTGCGTTCCTG
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TGCCTGGCTGCCCCCTCCCCTACTCCTCGGT TCCTG GTGAAGAGGCTGC GCGCTGCTGTTTGGGGAGGGGGTGTGTGGAGCCGGG TCCTGTGTCCGCAGTGGCTGC TG
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ABGACATTTAT TCTTTCTTGGACCTCAGATTTACCAGACATCTCATGGGTTTGTGGATGCACTTAGATGT TTGCAAT GAGCACTGTGGCTGGCATGCCCCAGTGTTT!

391 401 411

GGGTCGCCTGTTCGCGGAGGTGCGGAGAGACTCC TTGGGGGTCGAGCACATAACGGGGTTCGGGTGTCTCGTGTGTGARCATCACAGGTC TATT CTGG RTARGCAGGTT
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A\CCAATGCATAGGACTCCATAG TAATCGAATTTACCAGAGGCGAACGTCATGAGCATAGTGATCCCATTGGGGGTTGATACAGCAGAGACGTCATACTTGGAARTC

651 661 67
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Applied
»w w_wm_u%ﬁm:_m IRAKO04NO5_M13(-40)_FO1_16 Inst Model/Name 3500/3500 Ins

- o IRAKO04NO05_M13(-40) Nov 01,2012 10:59A
S/IN G:309 A:266 T:276 C:225 N .~ KB_3500_POP7_BDTv3.mob Nov 01,2012 11:25A
m.EBmH. w M13 , - g

KB.bcp - Pts 1227 to 12983 Pk1 Loc:1204 Spacing:11.61 Pts/Pai
KB1.4.1.8 Cap:16 5 GTTTTCCCAGTCACGACGTTGTAS | version 5.4 HisQV Bases: 1002 Plate Name: 20121101_GN
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TTTTTTTTTTTCCGTCTGGTCTCATAACCACTATTGATAT TTTCCATGGATTCAGAACTACGTTTTAARARCAGGGCACTC TGGGTTTTCTT TGAGGCATGCACAG TCC.
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ARTTTTCTTATTCTTTTGTATATGGCTCTCTACAGGAGGTTTGAAGAGCAAATTGTTGGTAT TCARATCGGATTTATTCATC TCTTTTTTGTCATTTCCATTGCCTA
STL 581 591 601 611 621 631 641 651 661
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