Genome Network Project_Full —~Length cDNA clone

RIKEN_Clone_ID : IRAKOO4A12
Vector : pPCMV-SPORT6

@ Plasmid DNA purification
Date: {90 09
Date : 190 1D

Gene Engineering Division RIKEN BRC

Lot#: 7893_A9A8

Gene SGK
Accession No. | BC001263.1 2382 bp
cDS 1296 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

Date : 90 [ 1D
DNA concentration (O.D.): [ qq ng/ul
< Size of fragment expected from this clone >
DNA 0.9 ul
Enzyme (EcoRI+ Xhol ) 0.5+ 0.5 ul EcoRI 6.7 kb
Buffer H 1 ul Xhol 6.7 kb
dH,0 7.5 ul EcoRI + Xhol 4.3kb (Vector) 2.4 kb
Total 10 ul
H i 1] |
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DOB @ 6 %ﬁ:ﬁ:r
Marker : 2-Log DNA Ladder (NEB#N3200L) ®):EcoRI
@:Xhol
—— 2 1 + Xhol
== (kb) B):EcoRI + Xho
s B o
V. <0 —
o 0.5~

@ Adjust plasmid DNA solution to 25 ng/ul

Date : /0] 2]

@® Confirmation of the insertion sequence DNA ( (qq ng/ul) ﬂ _O ul
10x TE 4£.% ul
Date : [0 |5 dH,0 5370.1 ul
Total ﬁgl £ ul
Primer A Reverse?2
Primer B M13 @® Shipping
Primer C poly(A) region primer #0
List of http://dna.brc.riken.jp Conc.: 29 ng/ U2, Volume: 4Q (2
Sequencing /en/GNPclone3en.ht
Primers ml FConew: HE‘ L Q Moksmro= “ Q__

APPROVED BY :

191,18

http://dna.brc.rik-’.—‘. |.jp/;||dGA.:ltnl:



égspgl;stgms IRAKO04A12_A9A8_Reverse2_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument

IRAKO04A12_A9A8_Reverse2 Jan 15,2019 10:00AM, JST
SINGT4ABBTBOCIZ plor 4 - potersed KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ Jan 15,2019 10:31AM, JST
KB.bcp Pts 1895 to 8704 Pk1 Loc:1863 Spacing:10.97 Pts/Panel1350
KB1418 Cap6 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 669  (QV) < 40. Plate Name: 20190115_GNP
GTT T6TACAA GCAGGCTGGTACCGG TCUG G ARTTCCCC GG ITATCG TCGAClccacGCcG TEeCEeEGTET T

1 i1 71 31 41 attBe ‘éﬂml TRk Sma] “CraP EcoRY  Sal T MfLu [201 1
1366

é“ B L A TR

G RGCGECTAACGTCTTTETGTCTECEEE CGEGTEGTGATE ACG GTG Al CTGAGGCTGCTAAGGGCACCCTCACT TACTCCAGG ATGAGGGGCATGG TGGC TTIC TCAT EG¢C
121 131 141 L51 161l 181 1.93; 201 211 271

'BCO0I263-1 (1)

1366

- u.meummlmmuuhhuhunmmmlhluhunhmumunmtmhlh“lmhJmummm

"TCATGAAGCAGAGGAGGATGGGTCTGAACGACTTTATTCAG TGCC T CTCCTATGCATGCAAACACCCTGAAGTTCAGTCCATCT TGAARGATCTCCC CCTCA(
241 251 261 281 291 301 311 321 331

o o MMMMMMMMWMWMMMMMWMMWMMMW

SGAGCCTGARAGCTTF ATGCCAACCCTTCTCCTCCACC GTCCTTCTCAGC TCAACCTTGGCCCGTCGTCCAATCCTCATGCT TCTGACTTTCACTTCTTGT
341 351 361 371 381 391 401 411 421 431 441 4

1366

GTGATCGGARAGGGCAGTTTTGGAAAGGTTCTTCT : GGC \GTGTTCTATGCAGTCAAAGTT TTACAG G
151 461 471 481 491 501 SEY B 531 541 521 5

1366

MMMWWNMMMWMWWWMMM .

GCATATTATGTCGGAGCGG T GRTEDTE T G ATGTG GCACCCTTTCCTG
61 571 581 591, 601 611 621 631 641 651 661

1366

o N yroneon e v ol Sl keCiator e
0 : A
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» Applied

 Biosystems IRAKOD4A12_A9A8_M13(-40)_G01_07_ABIO8 Inst Model/Name 3500/3500 Instrument
IRAKO04A12_A9A8_M13(-40) Jan 15,2019 10:00AM, JST
SING:46 A68T:71C:68  Primer B : M13 KB_3500_POP7_BDTv3.mob Gray line inficates quality valye | J8n 18.20190:31AM, J8T
KB.bcp ) Pts 1898 to 8704 Pk1 Loc:1866 jpacing:10.96 Pts/Panel1350
KB14.18 Cap:7 7 5 GTTTTCCCAGTCACGACGTTGTA 8 Version 6.0 HiSQV Bases: 472 (QV) < 40. Plate Name: 20190115_GNP
CTTTGTALAAG AAAGCTG GGTACGC GTAAGCTTGGGCCCCTEG AGGG ITACTE TAG AGCGGeeGglece T
1 11 21 31 41 At B 51 MAul tnd T Apal 81 Xho [ 91 Xpa] 1oLl
Vector <17~
790
At St
0 A A A‘A l“‘ n‘ 1A ‘ ‘ ‘ AT Y ‘ l‘ ALY L ‘ ‘
il 0 b ol e ol B e o i Y GG R e il
111 121 131 141 151 161 171 181 191 201 211 221
790
395
O —
231 241 251 261 271 281 291 301 311 321 331
790
395
0 ,
341 351 361 371 381 391 401 a11 421 431 441 45
790
395
O —
1 461 471 481 491 501 511 521 531 541 551 561
790
395
0
571 581 591 601 611 621 631 641 651 661 671
790
| 395
0
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Applied

/05 Biosystems IRAK004A12_A9AB_GNP Mixture_HO1_08_ABI08 Inst Model/Name 3500/3500 Instrument
IRAKO04A12_A9A8_GNP Mixture Jan 15,2019 10:00AM, JST
SIN G:8 A:9 T:9 C:10 . . : ; KB_3500_POP7_BDTv3.mob G coa s - Jan 15,2019 10:31AM, JST
imer C : Pol ssainn sRmerdd _3500_ | ray line indicates quality value ’
KB.bcp Piimar(C; { Paly(A)aegion p Pts 1920 to 8704 Pk1 Loc:1888 e 4 " Spacing:11.0 Pts/Panel1350
KB1.4.1.8 Cap:8 S PP EPT TR FEPTICETTT TTINNIN 3 Version 6.0 HiSQV Bases: 544  (QY) <40, Plate Name: 20190115_GNP
: : 8T TACATTAAAATGGT
1 L1 21 5 1] 41 51 61 7l 81 91 101 111
1970 — BC00/%3-2
| 985 (o~ 2.2“)
: Vinin/\bs
GET TTACAT TAC T ?CCTGT GTTT TATACTAGTGTTATEH CCCAATGTACAGACGTTCT  TTATAC TAGCATACGC! TTATCAGGAATGC : : CAKT .
121 131 141 1.51. 161 1L 181 191 201 211 221 231
G
1970
985 | ‘ ‘ l ‘
' Al
o A satA A AsaA R ANAArsAAAAAM AN AR A AAAA AN A AN A A AR AAARADARARAAA
TAATGC CCATT TTACAGG TG ACATTTT ACAATGRAARAACACCAACGGCTCTGACTG AC CTGGGGCAT TGGTCCATAAAARRCCCT TTCTE TAG! TAT TTGT ARG &H
241 251 261 Z1 281 291 301 311 321 331 341
1970

1970
985
0

1970
| 985
0

985
L 0

1970

38? ml_Ammumm.luuuummmnuuumu.mu.muhuuuhmuhhtgﬂ.uum,‘hmmmu

GCAATGCTTTCTTTAAGCATC TGAATACGAGTCATTGC GACCAT TTCRATAAATTTTAGTTATTAACCGTATCTTAC : GTCTACACATAAATTT iTCTTCCAAAT
351 361 371 381 391 401 411 421 431 441 451

al) uhuhumu‘mAAJAAA.MAMA._..AAA.A_AMAMulm.n ANAAAANMAANAAAAANANARAANANSANANNANNAAA

T GG G \C ACAATGTCCC
461 471 481 491 501 5171 521 531 541 551 561

oo s ) oLl

571 581 591 601 611 621 631 641 651 661 671
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