Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone_ID : IRAK003J01
Vector : pCMV-SPORT6

Lot#: 7893_A9Ip

Gene HMGB1

Accession No. | BC003378.1 1207 bp
CcDS 648 bp
@ Plasmid DNA purification
Date : [90 q2 i Culture : LB (100 ug/ml| Ampicillin) 5 ml -> at 37 deg C over night
Date: (490 26 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : [0 926

DNA concentration (O.D.): 333 ng/ul

< Size of fragment expected from this clone >

DNA 0.3 u
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 5.6 kb
Buffer H 1ul Xhol 5.6 kb
dH,0 7 7 ul EcoRI + Xhol 4.3kb (Vector) 1.3 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DOB® @ 6 (D):Marker

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence

Date : |§{00]
Primer A Reverse2
Primer B M13
Primer C oy
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers mi

@:uncut
3):EcoRI
@):Xhol
(B)EcoRI + Xhol

@ Adjust plasmid DNA solution to 25 ng/ul

Date : ICHOOZ.

DNA (323 _ng/ul) 70.0
10x TE T
dH,0 956, 6 ul
Total Liga, g wl
@® Shipping

IgiConc. - 25 ng/ u 9.. Volume : 4Q_L_l Q
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APPROVED BY :
http://dna.brc.rikefg




Applied

) Bibsystams 7893_IRAK003J01_A9Ip_Reverse2_A01_01_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK003J01_A9lp_Reverse2 Sep 27,2019 01:48PM, JST
SIN G:191 A:206 T:122 C:193  primer A : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Sep 27,2019 02:16PM, JST
KB.bcp RN o Pts 1765 to 8706 Pk1 Loc:1733 Spacing:10.48 Pts/Panel1350
KB14.18 Cap1 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 650 QW) < 40. Plate Name: 20190927 _GNP
GCAGGCTGGTACCGGTCCGG AATTCCCG GG ATATCGTC CGACICCACG CGTCCG)G AG RACAG
1 10 19 28 37 16 55 64 3 8 91 100 1
1 BE Smal Ecu?av Sek1 9 Mhy1
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) u m un |
0 RN u AUV Wi
CCCCEEGGECAAG TG AGAGEC GG ACGEGE CACTE G GCGACTCTG TGCOCTCGCE TG PG GAAARRTARCTABRACATGEGGCARAGGAGATCET LGCCGAGAGGCAAAATGTCATC
09 118 127 136 145 154 163 172 181 190 192 208 217
BC003378-1 (1)
595
O —
TATGCATT TTTTGTGCAAACTTETC GG AGG AGCATAAG AMGAAGCACCCAGATGC TTCAGTCAACTT CTCAGAGTTTTCTAAGARAGTGCTCAGAGAGGTGG GACCATG T(
226 235 244 253 262 271 280 289 298 307 316 325 334
1190
595 l
0o A 1\ \ \ ]
TGCTAAAGAG GG TTTGAAGATATGGC GGC GG ACAAGGCCCGTTAT GAF GAGAAATG \C BT ATATCECETEC ] .G GG GAG ACAAT SAGAAGTTCAAGG
343 352 361 370 379 388 397 406 415 424 433 442
1190
o | h i
; I | A N gV
ATC CCAATGCACCCH CAGGCETCCTTCGGE CTTCTTEECTCTTECETGC TC TGAGTATC GCCCAALZ ATC GGAGAACATCCTGGCC TG TCCATTGGTGATGTTGC G2
451 460 469 478 487 496 505 514 523 532 541 550
1190
|l U )
0 MY \ \
GAARAACTGGGAGAGATGTG GAATAARCACTGCTGC
559 568 577 586 585 604 613 622 631 640 649 658
1190
595
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Prlnted on: Fri Sep 27,2019 02:43PM, JST
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Applied

Bi osystems 7893_IRAKO003J01_A9Ip_M13(-40)_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
SIN GBS AHI5 TAOB G127 pyimer B £ M1 kB350, POPT_BDTwamaD Oct 01 2019 02120, 1T
G 1418 Cop1 5 GTTTICCCAGTCACGACGTIOTAS  vasango 8312&‘:2:22285; Pl Name: 20191001, 2, GNP
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